The crystal structure of the title compound, [Cd(NCS) 2 (C 6 H 7 NO) 2 ] n is made up of Cd 2+ cations that are coordinated by three thiocyanate ligands and three 4-(hydroxymethyl)pyridine ligands within distorted N 4 OS octahedra. The asymmetric unit consists of one Cd 2+ cation, two thiocyanate anions and two 4-(hydroxymethyl)pyridine ligands in general positions. Two Cd 2+ cations are linked by two -1,3 N-and S-bonding thioycanate anions into dimers which are further linked into branched chains along [100] by two -1,6 N-and O-bonding 4-(hydroxymethyl)pyridine ligands. One additional N-bonded 4-(hydroxymethyl)pyridine ligand and one additional N-bonded thiocyanate anion are only terminally bonded to the metal cation. Interchain O-HÁ Á ÁS hydrogen bonds between the hydroxy H atoms and one of the thiocyanate S atoms connect the chains into a threedimensional network.
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Data collection: X-AREA (Stoe, 2008 ); cell refinement: X-AREA; data reduction: X-AREA; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL2013 (Sheldrick, 2015) ; molecular graphics: XP in SHELXTL (Sheldrick, 2008) and DIAMOND (Brandenburg, 1999) ; software used to prepare material for publication: publCIF (Westrip, 2010 The homogeneity of the product was checked by X-ray powder diffraction and elemental analysis. The title compound was prepared by the reaction of 34.3 mg (0.15 mmol) Cd(NCS) 2 and 32.7 mg (0.30 mmol) 4-(hydroxymethyl)pyridine in 1.5 ml methanol at RT. After one week suitable crystals of the title compound were obtained.
S2. Refinement
The carbon-bound hydrogen atoms were positioned with idealized geometry and were refined with U iso (H) = 1.2U eq (C) using a riding model with C-H = 0.95 Å for aromatic and C-H = 0.99 Å for methylene H atoms. The oxygen-bound hydrogen atoms were located in a difference map. For the non-coordinating hydroxyl group the H atom was positioned with idealized geometry allowed to rotate but not to tip, and for the coordinating hydroxyl group its bond length was set to an ideal value of 0.84 Å. Finally, these H atoms were refined with U iso (H) = 1.5U eq (O) using a riding model. The pyridine ring of one of the 4-(hydroxymethyl)pyridine ligands is disordered and was refined using a split model in two orientations with an occupancy ratio of 0.46:0.54.
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Figure 1
Part of the crystal structure of the title compound with labelling and displacement ellipsoids drawn at the 50% probability 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
